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<110> APPLICANT: Eikmanns, Bernd 
Peters -Wendisch, Petra 
Sahm, Hermann 

13 <120> TITLE OF INVENTION: METHOD FOR MICROBIAL PRODUCTION OF AMINO ACIDS 

ASPARTATE Tn 

14 AND/OR GLUTAMATE FAMILY CO 
18 <130> FILE REFERENCE: 21437 

22 <140> CURRENT APPLICATION NUMBER: 09/529; 043A 
24 <141> CURRENT FILING DATE: 2000-04-03 
28 <160> NUMBER OF SEQ ID NOS : 2 

<170> SOFTWARE: Patentin version 3.0 
<210> SEQ ID NO: 1 
38 <211> LENGTH: 3728 
40 <212> TYPE: DNA 

42 <213> ORGANISM: Corynebacterium glutamicum 

46 <400> SEQUENCE: 1 

47 cgcaaccgtg cttgaagtcg tgcaggtcag gggagtgttg cccgaaaaca ttgagaggaa 
49 aacaaaaacc gatgtttgat tgggggaatc gggggttacg atactaggac gcagtgactg 
51 ctatcaccct tggcggtctc ttgttgaaag gaataattac tctagtgtcg actcacacat 
53 cttcaacgct tccagcattc aaaaagatct tggtagcaaa ccgcggcgaa atcgcggtcc 
55 gtgctttccg tgcagcactc gaaaccggtg cagccacggt agctatttac ccccgtgaag 
57 atcggggatc attccaccgc tcttttgctt ctgaagctgt ccgcattggt accgaaggct 
59 caccagtcaa ggcgtacctg gacatcgatg aaattatcgg tgcagctaaa aaagttaaag 
61 cagatgccat ttacccggga tacggcttcc tgtctgaaaa tgcccagctt gcccgcgagt 
63 gtgcggaaaa cggcattact tttattggcc caaccccaga ggttcttgat ctcaccggtg 
65 ataagtctcg cgcggtaacc gccgcgaaga aggctggtct gccagttttg gcggaatcca 
67 ccccgagcaa aaacatcgat gagatcgtta aaagcgctga aggccagact taccccatct 
69 ttgtgaaggc agttgccggt ggtggcggac gcggtatgcg ttttgttgct tcacctgatg 
71 agcttcgcaa attagcaaca gaagcatctc gtgaagctga agcggctttc ggcgatggcg 
73 cggtatatgt cgaacgtgct gtgattaacc ctcagcatat tgaagtgcag atccttggcg 
75 atcacactgg agaagttgta cacctttatg aacgtgactg ctcactgcag cgtcgtcacc 
77 aaaaagttgt cgaaattgcg ccagcacagc atttggatcc agaactgcgt gatcgcattt 
79 gtgcggatgc agtaaagttc tgccgctcca ttggttacca gggcgcggga accgtggaat 
81 tcttggtcga tgaaaagggc aaccacgtct tcatcgaaat gaacccacgt atccaggttg 
83 agcacaccgt gactgaagaa gtcaccgagg tggacctggt gaaggcgcag atgcgcttgg 
85 ctgctggtgc aaccttgaag gaattgggtc tgacccaaga taagatcaag acccacggtg 
87 cagcactgca gtgccgcatc accacggaag atccaaacaa cggcttccgc ccagataccg 
89 gaactatcac cgcgtaccgc tcaccaggcg gagctggcgt tcgtcttgac ggtgcagctc 
91 agctcggtgg cgaaatcacc gcacactttg actccatgct ggtgaaaatg acctgccgtg 
93 gttccgactt tgaaactgct gttgctcgtg cacagcgcgc gttggctgag ttcaccgtgt 
95 ctggtgttgc aaccaacatt ggtttcttgc gtgcgttgct gcgggaagag gacttcactt 
97 ccaagcgcat cgccaccgga ttcattgccg atcacccgca cctccttcag gctccacctg 
99 ctgatgatga gcagggacgc atcctggatt acttggcaga tgtcaccgtg aacaagcctc 
101 atggtgtgcg tccaaaggat gttgcagctc ctatcgataa gctgcctaac atcaaggatc 
103 tgccactgcc acgcggttcc cgtgaccgcc tgaagcagct tggcccagcc gcgtttgctc 
105 gtgatctccg tgagcaggac gcactggcag ttactgatac caccttccgc gatgcacacc 
107 agtctttgct tgcgacccga gtccgctcat tcgcactgaa gcctgcggca gaggccgtcg 
109 caaagctgac tcctgagctt ttgtccgtgg aggcctgggg cggcgcgacc tacgatgtgg 
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195 Ser Phe His Arg Ser Phe Ala Ser Glu Ala Val Arg He Gly Thr Glu 



40 45 

-_a 

50 55 60 

198 Gly ser Pro Val Lys Ala Tyr Leu Asp He Asp Glu He He Gly Ala 

201 Ala Lys Lys Val Lys Ala Asp Ala He Tyr Pro Gly Tyr Gly Phe !eu 

85 90 95 

Ser Glu Asn Ala Gin Leu Ala Arg Glu Cys Ala Glu Asn Gly He Thr 



204 
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oa^^^^f" ^^5f"tgag gatccgtggg acaggctcga cgagctgcgc gaggcgatgc 1980 

H5 caaactc^a^ ^""""^^^^ ctgcttcgcg gccgcaacac cgtgggatac accLgtaL 2040 

H7 acItr^^nL tttgttaagg aagctgccag ctccggcgtg gacatcttcc 2100 

117 gcatcttcga cgcgcttaac gacgtctccc agatgcgtcc agcaatcgac gcagtcctgg 2160 

^21 aSaaL'a^t' ^^-g^tagcc gaggtggcta tggcttattc tggtgatctc Ltgatccaa 2220 

^■X fn. T^ l ctacaccctg gattactacc taaagatggc agaggagatc gtcaagtctg 2280 

^-^ llTl ^"59ccatt aaggatatgg ctggtctgct tcgcccagct gcggtaacca 2340 

^27 ctacaaar"" "^^^^^^^cgc cgtgaattcg atctgccagt gcacgtgcac acccacgaca 2400 

127 ctgcgggtgg ccagctggca acctactttg ctgcagctca agctggtgca gatgctgttg 2460 

129 acggtgcttc cgcaccactg tctggcacca cctcccagcc atcccigLt gccattgttg 252^ 

flf TT '""^^^^^^t cgcgataccg gtttgagcct cgaggc^gtt Ltgacctcg 2580 

133 agccgtactg ggaagcagtg cgcggactgt acctgccatt tgagtctgga accccaggcc 2640 

135 caaccggtcg cgtctaccgc cacgaaatcc caggcggaca gttgtccaac ctgcgtgcac 2700 

^39 tStaaaa? gcggatcgtt tcgaactcat cgaagacaac tacgLgccg 2760 

139 ttaatgagat gctgggacgc ccaaccaagg tcaccccatc ctccaaggtt gttggcgacc 2820 

\ ""^^^"P^ gcgggtgtgg atccagcaga ctttgc^gcc gatccacaaa 288? 

^45 S-^^Tlf. ^^-^^^^^^f gtcatcgcgt tcctgcgcgg cgagcttggt aaccctccag 2940 

145 gtggctggcc agagccactg cgcacccgcg cactggaagg ccgctccgaa ggcaaggcac 3000 

147 ctctgacgga agttcctgag gaagagcagg cgcacctcga cgctgatgat iccaaggaac 306^ 

151 a^cac^a^?? ^"^^^^^^^^^ ctgctgttcc cgaagccaac cgaagagJtc ctcgagcacc 5 S 

151 gtcgccgctt cggcaacacc tctgcgctgg atgatcgtga attcttctac ggcctggtcg 3180 

153 aaggccgcga gactttgatc cgcctgccag atgtgcgcac cccactgctt gttcgcctgg 3240 

157 aaatccac^^ tgagccagac gataagggta tgcgcaatgt tgtggccaac gtcaacggcc 0 

157 agatccgccc aatgcgtgtg cgtgaccgct ccgttgagtc tgtcaccgca accgcagaaa 3360 

159 aggcagattc ctccaacaag ggccatgttg ctgcaccatt cgctggtgtt gtcaccgtga 3420 

^63 aggtgatgag gtcaaggctg gagatgcagt cgcaaLItc gaggctltga 3480 

aacaatcact gcttctgttg acggcaaaat cgatcgcgtt gtggttcc^g 3540 

^67 fin ''^^ ggtggaaggt ggcgacttga tcgtcgtcgt ttcctaaacc tttctgtaal 3600 

167 aagccccgcg tcttcctcat ggaggaggcg gggctttttg ggccaagatg ggagaigggt 3660 

171 gc?caaag cgacactttt aagggcagag atttgaaga? ggagacS^g 3720 

174 <210> SEQ ID NO: 2 '^12^ 
176 <211> LENGTH: 1140 
178 <212> TYPE: PRT 

180 <213> ORGANISM: Corynebacterium glutamicum 
184 <400> SEQUENCE: 2 

186 Met ser Thr His Thr Ser Ser Thr Leu Pro Ala Phe Lys Lys He Leu 

^ 10 15 

189 val Ala Asn Arg Gly Glu He Ala Val Arg Ala Phe Arg Ala Ala Leu 

20 25 30 

192 Glu Thr Gly Ala Ala Thr Val Ala He Tyr Pro Arg Glu Asp Arg Gly 
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352 885 890 895 

354 Pro Ala Asp Phe Ala Ala Asp Pro Gin Lys Tyr Asp He Pro Asp Ser 

355 900 905 910 

357 Val He Ala Phe Leu Arg Gly Glu Leu Gly Asn Pro Pro Gly Gly Trp 

358 915 920 925 

360 Pro Glu Pro Leu Arg Thr Arg Ala Leu Glu Gly Arg Ser Glu Gly Lys 

361 930 935 940 

363 Ala Pro Leu Thr Glu Val Pro Glu Glu Glu Gin Ala His Leu Asp Ala 

364 945 950 955 960 

366 Asp Asp Ser Lys Glu Arg Arg Asn Ser Leu Asn Arg Leu Leu Phe Pro 

367 965 970 975 

369 Lys Pro Thr Glu Glu Phe Leu Glu His Arg Arg Arg Phe Gly Asn Thr 

370 980 985 990 

372 Ser Ala Leu Asp Asp Arg Glu Phe Phe Tyr Gly Leu Val Glu Gly Arg 

373 995 1000 1005 

3 75 Glu Thr Leu He Arg Leu Pro Asp Val Arg Thr Pro Leu Leu Val 
376 1010 1015 1020 

378 Arg Leu Asp Ala He Ser Glu Pro Asp Asp Lys Gly Met Arg Asn 

379 1025 1030 . 1035 

381 Val Val Ala Asn Val Asn Gly Gin He Arg Pro Met Arg Val Arq 

382 1040 1045 1050 

384 Asp Arg Ser Val Glu Ser Val Thr Ala Thr Ala Glu Lys Ala Asp 

385 1055 1060 1065 

3 87 Ser Ser Asn Lys Gly His Val Ala Ala Pro Phe Ala Gly Val Val 
388 1070 1075 1080 

390 Thr Val Thr Val Ala Glu Gly Asp Glu Val Lys Ala Gly Asp Ala 

391 1085 1090 1095 

393 Val Ala He He Glu Ala Met Lys Met Glu Ala Thr He Thr Ala 

394 1100 1105 1110 

396 Ser Val Asp Gly Lys He Asp Arg Val Val Val Pro Ala Ala Thr 

397 1115 1120 1125 

399 Lys Val Glu Gly Gly Asp Leu He Val Val Val Ser 

400 1130 1135 1140 
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